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SUMMARY

Objective 1: To evaluate the rate of ALK, ROS1, RET gene fusions and MET exon 14 skipping
mutations in patients with non-small cell lung cancer at Ninh Binh Provincial General Hospital.

Objective 2: To assess the relationship between ALK, ROS1, RET gene fusions, MET exon 14
skipping mutations and pathological characteristics in non-small-cell lung cancer.

Methods: A cross-sectional descriptive study was conducted on 206 patients with non-small
cell lung cancer at Ninh Binh General Hospital from 2023 to 2026. Real-time RT-PCR method was
utilized to identify ALK, ROS1, and RET gene fusions, as well as MET exon 14 skipping mutations.

Results: We found the prevalence of ALK, ROS1, RET gene fusions and MET exon 14 skipping
mutations was 4.9%, 0%, 0.5% and 0.5%, respectively. ALK gene fusion was more commonly
detected in female, non-smokers. We did not observe any statistically significant association
between age or histopathological results and the ALK fusion. Regarding the ROS1 and RET gene
fusions and the MET exon 14 skipping mutations, due to their very low detection rates, the study
did not have sufficient basis to statistically analyze the correlations between these alterations and
clinical or subclinical characteristics.

Conclusion: ALK, ROS1 and RET gene fusions and MET exon 14 skipping mutations are rare genetic
alterations in patients with non-small cell lung cancer. ALK gene fusion was more commonly
detected infemale, non-smokers. Due to extremely low detection rates, ROS1 and RET gene fusions
and MET exon 14 skipping mutations were not eligible for analyzing associations with clinical and
subclinical characteristics.
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TOM TAT
Muc tiéu 1: Danh gia ty l& phat hién dung hgp gen ALK, ROS1, RET, dot bién gen MET exon 14 skipping
& bé&nh nhan ung thu phéi khéng t& bao nho (UTPKTBN) tai Bénh vién Da khoa tinh Ninh Binh.

Muc tiéu 2: Danh gia mai lién quan gitra dung hgp gen ALK, ROS1, RET, dét bién gen MET exon 14
skipping v&i dac diém bénh hoc & bénh nhan ung thu phéi khéng té bao nho.

Phuong phap nghién citu: Nghién cltu mo ta cat ngang trén 206 bénh nhan ung thu phéi khéng té
bao nho tai Bénh vién Ba khoa tinh Ninh Binh tir 2023-2026, stir dung phuong phap Realtime RT PCR
dé xac dinh cac dung hap gen ALK, ROS1, RET, dét bién MET exon 14 skipping.

K&t qua: Chuing t6i ghi nhan ty & dung hgp gen ALK, ROS1, RET, dot bién gen MET exon 14 skipping
lan lugt la 4,9%, 0%, 0,5% va 0,5%. Ty & dung hop gen ALK & bénh nhan UTPKTBN thudng gap & nit
gidi, bénh nhan khéng hat thudc. Chung tdi chua ghi nhan maéi lién quan gitra tudi va két qua mé
bénh hoc vdi tinh trang mang dung hgp gen ALK. D&i vGi cac dung hgp gen ROS1, RET va dot bién
MET exon 14 skipping, do ty & phat hién rat thap, nghién clitu chua dl cd s& dé phan tich thdng ké
vé méi lién quan gilta cac dot bién nay vdi cac dac diém lAm sang va can lam sang.

K&t luan: Cac dung hgp gen ALK, ROS1, RET, dot bi€n MET exon 14 skipping la cac dot bién gen
hi€m g&p & bénh nhan ung thu phdi khéng té bao nho. Ty 1& dung hgp gen ALK 8 bénh nhan UTPKTBN
thuong gap & nit gidi, bénh nhan khéng hut thudc. Cac dung hgp gen ROS1, RET va dot bién MET
exon 14 skipping c6 ty & phat hién rat thdp nén chua da diéu kién phan tich méi lién quan vdi cac

dac diém lam sang va can lam sang.

T khéa: Ung thu phéi khdng t& bao nho, dung hop gen, Ninh Binh.

1. DAT VAN DE

Ung thu phdi la mét trong nhirng bénh ly ung thu cé
ty & mac va ty & t& vong hang dau trén thé gidi cling nhu
tai Viét Nam, trong do, ung thu phdi khéng t&é bao nhé
(UTPKTBN) chiém tdi 80-85% téng s& trudng hgp ung thu
phdi (1). Pa s6 bénh nhan khi dugc chdn doan UTPKTBN
da & giai doan muén, khéng con kha ndng phau thuat, tién
lugng clia bénh nhén con han ché.

Sy phat trién clia y hoc chinh x4c da md& ra nhiéu co
hoéi trong diéu tri UTPKTBN théng qua viéc xac dinh cac
bién ddi gen c6 vai trd diéu khién sy phét trién clia khai
u. Trong s8 céac bién ddi gen co y nghia diéu tri bénh, cac
dung hgp gen ALK, ROS1, RET cung dot bién MET exon 14
skipping dugc xem la nhitng dot bién gen diéu khién quan
trong trong UTPKTBN, da dugc chirng minh c6 dap (ng tét
VGi liéu phép diéu tri dich bang céc thudc Uc ché tyrosin
kinase. Ca quan Quan ly Thuc phdm va Dugc pham Hoa
Ky (FDA) da phé duyét cac thuéc Uc ché tyrosine kinase
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trong diéu tri UTPKTBN duaong tinh vdi dung hgp gen ALK,
ROS1, RET, dot bién MET exon 14 skipping nhu crizotinib,
ceritinib doi vai ALK, ROS1, selpercatinib va pralsetinib déi
vGi RET, capmatinib va tepotinib ddi véi dot bién MET exon
14 skipping (2-4). Cac d6t bién nay thudng c6 tinh chét loai
trr lAn nhau, dac biét la d6i v6i dot bign gen EGFR. Mac du
ty & cac bat thudng gen khong phd bién nhung viéc phat
hién cac bat thudng nay cé y nghia quan trong trong lua
chon phuong phap diéu tri nhdm tring dich & bénh nhan
UTPKTBN, gitip cai thién ty & dap &ng diéu tri, kéo dai thoi
gian s6ng khong tién trién va giup ngudi bénh co6 thém co
héi diéu tri. Do d6, viéc phat hién cac dung hgp gen ALK,
ROS1, RET va dot bién MET exon 14 skipping cé vai trd quan
trong trong diéu tri bénh, ma ra co hdi cho ngudi bénh co
thém lya chon trong diéu tri. Phuong phap Realtime RT
PCR la ky thuat sinh hoc phéan tir cé do nhay va dé dac hiéu
cao, thai gian thuc hién nhanh, gitp phét hién cac bién dai
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gen lién quan dén bénh ly ung thu phéi, trong dé c6 dung
hgp gen ALK, ROS1, RET va dot bién MET exon 14 skipping.
Chinh vi vay, chung t6i thuc hién nghién cltu nay véi muc
tiéu danh gia ty & phat hién dung hgp gen ALK, ROS1, RET, dot
bién gen MET exon 14 skipping & bénh nhan UTPKTBN bang
phuong phap Realtime RT PCR va danh gia mai lién quan
gilta dung hop gen ALK, ROS1, RET, dét bién gen MET exon
14 skipping vdi dac diém bénh hoc & bénh nhan UTPKTBN.

2. PHU'ONG PHAP NGHIEN CUU
2.1. Thiét ké nghién ctru:

Nghién ctru mé ta ct ngang.

2.2, Thoi gian va dia di€ém nghién ciru:

Bénh vién Da khoa tinh Ninh Binh, B6 mén Hda Sinh
- Trudng Pai hoc Y Ha Noi, Trung TAm Kiém chuén Chat
lvong xét nghiém y hoc - Trudng Dai hoc Y Ha Noi tur
12/2023 dén 06/2026.

2.3. Ddi twgng nghién ciru:

Bénh nhan UTPKTBN nhap vién, diéu trj tai B&nh vién
Pa khoa tinh Ninh Binh, thda man céc tiéu chuin sau:
Tiéu chuén lua chon:

- Bé&nh nhan dugc chdn doan xac dinh 14 UTPKTBN dua
trén k&t qua mé bénh hoc theo tiéu chuén ctia T6 chuc Y
t& Thé gidi 2021 (5).

- Bénh nhan dugc xét nghiém dung hgp gen ALK,
ROS1, RET, dét bién MET exon 14 skipping b&ng phuong
phap Realtime RT PCR v&i mau bénh pham & mau mé c8
dinh bang formalin va duic trong mét khéi parafin.

- Bénh nhan déngy tham gia nghién ctru.

Tiéu chuén loai trr:

- B&nh nhan ung thu phdi th phat.

- B&nh nhan ung thu phdi kém céc ung thu khéc.
2.4. C& mau va phuong phap chon mau:

C& mau theo codng thirc tinh c& mau cho mot ty lé:

p(1-p)
d2

n= Z‘lz—u/2x

Trong do:

n: c& mau t&i thiéu clia nghién ciiu

Z ,lahé s6tin cay ing vdi do tin cay 95% (0,05), Z ,=196

p: ty l& bénh nhan cé dung hop gen ALK & bénh nhan
UTPKTBN, 8y p=0,088, theo nghién clfu ctia Sharma S va
coOng su (6).

d: sai s6 tuyét déi, ldy d = 0,04

Thay s8 vao ta tinh dugc ¢& mau t6i thiéu cho nghién
clru la 193 déi tuong. Thuc t& da tién hanh nghién clru
trén 206 bénh nhan.

Phuong phap chon mau: chon méu thuan tién
2.5. Ky thuat xét nghiém s dung trong nghién ctru

Tach chiét RNA: bénh pham clia bénh nhan duoc thuc
hién deparaffin bang xylene, sau dé tién hanh tach chiét
RNA t6ng s6 theo hudng dan st dung clia bd Kit NucleoSpin
totalRNA FFPE kit for RNA from FFPE (Macherey-Nagel, Burc).

RNA sau khi tach chiét dugc do ndng dé va kiém tra
dé tinh sach bang phuong phap do d6 hap thu quang, si
dung may do ndng do axit nucleic (NanoDrop 2000c).

Xac dinh dung hgp gen ALK, ROS1, RET, dot bién MET
exon 14 skipping bédng phuong phép Realtime RT PCR trén
hé théng Realtime PCR EasyPGX (Agilent, My), s&r dung bd
kit EasyPGX ready ALK/ROS1/RET/MET clia Diatech (Italy).
Thuc hién phan tich két qua bang phan mém EasyPGX
Analysis software version 4.0.4.
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2.6. Cac bién sé nghién ctru:

Mot s dic diém chung: tudi, gidi, tinh trang hit thudc,
giai doan ung thu phéi, két qua mé bénh hoc.

Xac dinh ty & dung hgp gen ALK, ROS1, RET, doét bién
MET exon 14 skipping cta bénh nhan UTPKTBN béng
phuong phép Realtime RT PCR.

2.7. Xir ly sé liéu:

S8 liéu dugc thu thap va xir ly bAng phan mém théng
ké SPSS 20.0.

Cac bién phan loai sé dugc bidu dién dudi dang s8
dém (n) va ty l& phan tram (%). Céac bién lién tuc sé dugc
biéu dién dudi dang trung binh (+ dé l&ch chuan).

C4ac ty lé sé dugc so sanh bang kiém dinh chi-square
hoac Fisher’s exact test. Trong tat ca cac kiém dinh, muic
y nghia théng ké dugc chon la p<0,05.

2.8. Pao dirc nghién cru:

Nghién clru nay da dugc chép thuéan bdi Hoi dong Dao
dire Nghién clu y sinh Truging Dai hoc Y Ha N6i s6 1240/
GCN - HMUIRB ngay 25/03/2024. Nghién clru tuan thu
day du cac nguyén tc dao dirc trong nghién ctu y hoc.
Céc thong tin lién quan dén bénh nhan dugc bao mat.

3. KET QUA NGHIEN cU'U

3.1. Pac diém chung cla cac déi tugng nghién citu
Bang 1. Dac diém chung cua cac déi twgng nghién ctu

(n=206)
Pic diém | n | %
Tudi trung binh: 66,84 + 9,157 tudi (tir 38-92 tudi)

N 55 26,7

Gidi tinh
Nam 151 73,3
B Khéng 111 | 53,9

Hut thubc
Cé 95 46,1
Ung thu biéu mé (UTBM) tuyén 170 | 82,5
Ung thu biéu mé vay 31 | 15,0
M6 bénh hoc Ung thu biéu mé tuyé&n-vay 2 1,0
Ung thu biéu md kém biét hoa 1 0,5
Ung thu biéu mé khéng dinh tip 2 1,0

Bang 1 cho thay tudi trung binh clia déi twgng tham
gia nghién cttu la 66,84 + 9,157 tudi, nam gidi chiém ty &
73,3%, bénh nhan khéng hut thuc chiém uu thé (53,9%),
UTBM tuyén chiém da so (82,5%).

3.2. Két qua xac dinh dung hgp gen ALK, ROS1, RET, dét
bién MET exon 14 skipping & b&énh nhan UTPKTBN bang
phuong phap Realtime RT PCR

0.5% 059

B Khéng phat hién bat thudng gen
B Dung hop gen ALK
[ Dung hop gen RET
[l Dot bién MET exon 14 skipping

Hinh 1. Ty l& dung hop gen ALK, ROS1, RET, dét bi€n MET
exon 14 skipping trong nghién ctru (n=206)
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Ty l& dung hop gen ALK la 4,9%, dung hop gen ROS1 La
0%, dung hgp gen RET va dét bién MET exon 14 skipping
chiém ty & 0,5%.

3.3. Mai lién quan giira dung hgp gen ALK, ROS1, RET,

dot bién MET exon 14 skipping va mot s6é dac diém

bénh hoc & bénh nhan UTPKTBN

Bang 2. Mdi lién quan gitta dung hgp gen ALK va mot sé
dac diém bénh hoc & bénh nhan UTPKTBN

Khong mang | Mang dung p
Pac diém dung hop gen | hop gen ALK | (Fisher’s
ALK (n, %) (n, %) exact test)
. <60 | 41(91,1%) 4 (8,9%)
Tudi 0,23
>60 | 155(96,3%) 6 (3,7%)
Nam | 147 (97,4%) 4(2,6%)
Gigitinh 0,024
N 46 (89,1%) 6 (10,9%)
, Co 94 (98,9%) 1(1,1%)
Hut thubc 0,022
Khéng| 102 (91,9%) 9(8,1%)
UTBNM 160 (94,1%) 10 (5,9%)
tuyén
M6 bénh hoc|Khong 0,215
UTBM| 36 (100%) 0 (0%)
tuyén

Ty & dung hop gen ALK & bénh nhan UTPKTBN thuong
gap hon & nir gidi, bénh nhan khéng hit thuéce vai do tin cay
95% (p<0,05). Khong cé su khac biét vé ty 1& dung hgp gen
ALK gitra nhém bénh nhan c6 tudi < 60 va nhém c6 tudi >
60 (p>0,05), gitta nhdm bénh nhan ung thu biéu mo tuyén
va nhém bénh nhan co két qua mé bénh hoc khac (p>0,05).

Nghién c(tu clia chuing t6i phat hién 1 bénh nhan n
c6 dung hgp gen RET. Tudi clia bénh nhan a 92 tuéi, bénh
nhan khong st dung thuéc la va c6 két qua mo bénh hoc
(& ung thu biéu mo tuyén.

Dot bién MET exon 14 skipping dugc phat hién & 1
bénh nhan nam, 69 tudi, cé st dung thuéc L& va cé tén
thuong mo bénh hoc 1a ung thu biéu mo tuyén.

4. BAN LUAN

4.1.Pac diém chung cua ddi twgng tham gia nghién ciru

Nghién clu cla ching t6i dugc thuc hién trén 206
bénh nhan UTPKTBN tai Bénh vién Da khoa tinh Ninh Binh
V@i tudi trung binh & 66,84 + 9,157 tudi, bénh nhan tré tudi
nhat 1a 38 tudi va bé&nh nhan l&n tudi nhat 1a 92 tudi, nam
gidi chiém ty & cao vdi 73,3%, ty |& bénh nhan co6 st dung
thudc la la 46,1%. Da s cac bénh nhan tham gia nghién
cltu c6 két qua md bénh hoc la UTBM tuyén, chiém 82,5%.
K&t qua nghién cltu clia ching t6i cling tuong déng vdi mot
s6 nghién clftu gan day tai Viét Nam va trén thé gidi. Nghién
clru clla Hardtstock F va céng sy (2020) trén 1741 bénh
nhan UTPKTBN tai Dc, tudi trung binh cia d6i tugng tham
gia nghién cttu 14 66,97 + 10,2 tudi, ty l& bénh nhan nam (&
70,1% (7). Nghién cu ctia Huynh Quang Huy (2025) trén
318 bénh nhan UTPKTBN tai Bénh vién Bach Mai ghi nhan
tudi trung binh clia nhém nghién ctru a 60,9 + 9,1 tudi,
69,2% bénh nhan la nam gidi, phan l&n cac bénh nhan cé
két qua mo bénh hoc la UTBM tuyén (87,4%) (8).
4.2. Két qua xac dinh dung hgp gen ALK, ROS1, RET, dét
bi€n MET exon 14 skipping & bénh nhan UTPKTBN bang
phuong phap Realtime RT PCR

Nghién clu trén 206 bénh nhan UTPKTBN tai Bénh
vién Da khoa tinh Ninh Binh xac dinh dung hop gen ALK,

ROS1, RET, d6t bién MET exon 14 skipping, ching t6i ghi
nhén cé 10/206 bénh nhan c6 dung hgp gen ALK, chiém
4,9%, c6 1/206 bénh nhan cé dung hop gen RET, chiém
0,5% va 1/206 (0,5%) bénh nhén c6 dot bién MET exon 14
skipping, chung t6i chua phat hién bénh nhan cé dung
hgp gen ROS1. Ty & bénh nhén c6 dung hop gen ALK,
ROS1, RET, dot bién MET exon 14 skipping dugc phat hién
trong nghién cltu clia chung tdi co su khac biét véi mot sé
nghién ctfu da cong bé. LiDva cong swnghién clru trén 884
bénh nhan UTPKTBN tai Trung Qudc nam 2020 ghi nhan ty
(& dung hgp gen ALK, ROS1, RET, dot bi€n MET [an luot La
2,4%, 0,6%, 0,6% va 0,5% (9)684 (77.4%. Nghién clru clia
Sharma S va cong su (2025) trén 5219 bénh nhan ung thu
phéi tai An D6 ghi nhan ty 1& dung hgp gen ALK la 8,8%,
dung hgp gen ROS1 la 2,3%, dung hdp gen RET la 1,1% va
dot bién MET exon 14 skipping la 2,7% (6)but molecular
data on Indian patients with NSCLC are limited.Materials
and MethodsWe analyzed next-generation sequencing
(NGS. Tai Viét Nam, nghién citu ctia Vuong Diéu Linh va
cobng sy (2023) trén 179 bénh nhan ung thu biéu mo tuyén
phdi tai Bénh vién K Trung uong ghi nhan ty (& dung hgp
gen ALK, ROS1, RET, dét bién MET exon 14 skipping la
10,1%, 4,8%, 2,8% va 2,2% (10). Su khac biét gitra két qua
nghién cltu clia chung téi va mot s6 nghién cttu da cong
b6 trudc dé co thé lien quan dén su khac biét vé phuong
phép phét hién, tiéu chudn chon mau va quan thé nghién
cttu (bao gdm sy khéac biét vé cac yéu té di truyén, ching
téc va diéu kién dia ly).
4.3. Méi lién quan giira dung hgp gen ALK, ROS1, RET,
dot bién MET exon 14 skipping va mot sé dac diém
bénh hoc & bénh nhan UTPKTBN

Trong 206 bénh nhan tham gia nghién clu, chung toi
ghi nhan 10 bénh nhan cé dung hgp gen ALK, tudi trung
binh clia nhém bénh nhan cé dung hgp gen ALK la 63,4
+ 8,98 tudi, thdp hon so véi nhém bénh nhan khéng cé
dung hop gen ALK 1a 67,02 +9,15 tudi, tuy nhién sy khac
biét nay chua c6 y nghia théng k&, p>0,05, dong thdi khi
phan tich mai lién quan gitra dung hgp gen ALK vdi giai
doan tu6i, chung t6i cing khéng ghi nhan su khac biét cd
y nghia théng ké gitra hai nhom bénh nhan c6 tuéi < 60
tudi va nhém bénh nhan > 60 tudi. Mac du vay, cac bang
chirng tir nhidu nghién ctu da cong bd déu cho thay bénh
nhan UTPKTBN mang dung hgp gen ALK c6 tudi khdi phat
bénh tré hon nhu nghién cltu clla Duong Thi Thuy Linh
va Lé Hoan (2021), nghién ctru clia Sharma S va cong sy
(2025) déu cho thay ty & dung hgp gen ALK thudng gap
hon & nhém bénh nhan dudi 60 tudi (6,11)but molecular
data on Indian patients with NSCLC are limited.Materials
and MethodsWe analyzed next-generation sequencing
(NGS. Khi nghién ctru méi lién quan gitta dung hop gen
ALK v¢i gidi tinh va tinh trang hit thuéc, ching toi ghi nhan
ty & dung hop gen ALK & bénh nhan n{r gidi (10,9%) cao
hon & bénh nhan nam (2,9%), ty l& dung hgp gen ALK &
bénh nhan khéng hut thuéc la 8,1%, cao han & bénh nhan
hat thuéce 1a 1,1% vdi do tin cay 95%, p<0,05. K&t qua nay
cling tuong tu két qua nghién ctru cla Paik JH va cong sy
(2011) trén 735 bénh nhan UTPKTBN, dung hop gen ALK
thuong gap nhiéu hon & nit gidi, bénh nhan khoéng hut
thuéc (12). K&t qua ghi nhan cho thay ca 10 bénh nhan
c6 dung hgp gen ALK trong nghién cltu ctia ching t6i déu
c6 md bénh hoc 1a ung thu biéu mé tuyén. Tuy nhién, su
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khac biét vé ty l& dung hgp gen ALK gitra nhém bénh nhéan
ung thu biéu mé tuyén (5,9%) va nhém bé&nh nhan c6 mé
bénh hoc khac (0%) chua c6 y nghia théng ké (p>0,05),
c6 thé do han ché& vé c& mau nghién ctu. Hau hét céc
nghién ctru da dugc bao cédo trudc day cling ghi nhan ty
& dung hgp ALK cao hon & bénh nhan ung thu biéu mo
tuyé&n phdi. Fan L va céng su (2014) nghién cltu trén bénh
nhan ung thu biéu mé tuyén phdi cé ty & dung hgp gen
ALK (7,2%) cao hon so véi nhédm bénh nhan khéng phai
ung thu biéu mé tuyén (2,0%) (OR = 2,25; KTC 95%: 1,54—
3,27; P<0,0001) (13).

Nghién cltu clia chung toéi chi ghi nhan 1 bénh nhan
c6 dung hgp gen RET, la bénh nhan nl, khong s dung
thuéc 14 va cé két qua md bénh hoc & ung thu biéu mé
tuyén. Dot bién MET exon 14 skipping dugc phat hién &
1 b&nh nhan nam va cé t6n thuong mé bénh hoc a ung
thu biéu md tuyén, khéng ghi nhdn bénh nhan co dung
hop gen ROS1. Cac dic diém bénh hoc nay cling tuong
déng vdi cac ghi nhan clia mot s6 nghién clru da cong bé,
nghién ctu clia Li D va cdng sy’ (2020) ghi nhan 5 bénh
nhan c6 dung hop gen RET, ca 5 bénh nhan déu co két
qua moé bénh hoc la UTBM tuyén, trong dé c6 3 bénh nhan
nir va khéng hut thude, chiém 60%, nghién cttu clng ghi
nhan 4 bénh nhan c6 dét bién MET exon 14 skipping, ca 4
bénh nhan déu cé két qua UTBM tuyén va 3/4 (75%) bénh
nhan la nam gidi (9)684 (77.4%. Tuy nhién, viéc chi phat
hién 01 trudng hop bénh nhan mang dung hop gen RET va
dot bi€n MET exon 14 skipping trong pham vi nghién ctru
clia chlng toi da tao ra nhirng han ché L&n trong viéc phan
tich m&i lién quan gilra cac bat thudng gen nay vdi céc
dac diém lAm sang va can lAm sang. Do dé, can thuc hién
cac nghién clu tiép theo v&i c& mau L&n hon va thiét ké
da trung tdm nham cung cap cai nhin toan dién va chinh
xac hon vé déc diém clia nhém bénh nhan UTPKTBN nay.

5. KET LUAN

Thuc hién nghién clu trén 206 bénh nhan UTPKTBN
dugc xét nghiém dung hgp gen ALK, ROS1, RET, dot bién
MET exon 14 skipping bang phuong phap Realtime RT
PCR, chung t6i ghi nhan cé 10/206 (4,9%) bénh nhan cé
dung hop gen ALK, khéng cé bénh nhén cé dung hop gen
ROS1 (0%), 1/206 (0,5%) bénh nhan cé dung hop gen
RET va 1/206 (0,5%) bénh nhan cé dot bién MET exon 14
skipping. Ty l& dung hgp gen ALK & bénh nhan UTPKTBN
thudng phd bién hon & nir gidi va bénh nhan khoéng hut
thudc (p<0,05). Khéng c6 su khac biét vé tudi, két qua mé
bénh hoc vdi tinh trang mang dung hgp gen ALK & bénh
nhan UTPKTBN (p>0,05). D&i vdi cac dung hop gen ROS1,
RET va dot bién MET exon 14 skipping, do ty |& phat hién
rat thap, nghién ctu chua dd cd sd dé phan tich théng ké
vé ma&i lién quan gilra cac dot bién nay véi cac dac diém
ldm sang va can lam sang.
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6.LOICAMON

Nhém nghién cltu xin tran trong cam on S& Khoa hoc
va Cong nghé tinh Ninh Binh, Bénh vién Da khoa tinh Ninh
Binh, B6 mdén Hdéa Sinh - Truong Pai hoc Y Ha Noi, Trung
Tam Kiém chuén Chat lugng xét nghiémy hoc - Truong Dai
hoc Y Ha Noi da tao diéu kién thuan Lgi dé chdng tdi hoan
thanh nghién ctu nay.

Dong thoi, nhdm tac gia cam két khdng co bat ky xung
dot lgi ich nao lién quan dén nghién clru va bai viét nay.
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