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ABSTRACT

Objective: To evaluate the changes of gut microbiota and acetic acid in patients with different
levels of Strongyloides stercoralis- infected.

Methods: This study was conducted on the farmers in the Northeastern region of Thailand. Fifty
patients infected with S. stercoralis were divided into two groups, SA and SF.

The SA group included patients in whom S. stercoralis was detected only by the agar plate culture
method, whereas the SF group included patients in whom the parasite was detected by both agar
plate culture and the formalin—-ether concentration technique. Bacterial DNA was extracted from
individual faecal samples and was then pooled into two groups (SA and SF) for amplification and
sequencing of the V3-V4 region of the 16S gene with next-generation technology. Acetic acid in
blood was determined by gas chromatography-mass spectrometry GC-MS.

Results: The results showed that the intensity of S. stercoralis infection was associated with
alterations in the gut microbiota and acetic acid levels. Compared with the mildly infected group
(SA), the severely infected group (SF) exhibited a significant reduction in acetic acid levels,
accompanied by a marked decrease in beneficial bacterial genera, including Bifidobacterium,
Lactobacillus, and Blautia. In contrast, potentially pathogenic genera such as Escherichia-Shigella,
Proteus, and Bacteroides were significantly increased in the SF group. Notably, several beneficial
short-chainfatty acid—-producing bacterial species, including Coprococcus eutactus, Lactobacillus
salivarius, and Lactobacillus reuteri, were markedly reduced in severely infected patients,
indicating gut microbiota dysbiosis associated with infection intensity.

Conclusion: Heavy S. stercoralis infection reduced beneficial intestinal bacteria and acetic acid
in patients.

Keywords: Strongyloides stercoralis, 16sRNA gene, formol-ether concentration technique, agar
plate culture, short-chain fatty acids.

*Corresponding author
Email: hai6229@gmail.com Phone: (+84) 363673333 DOI: 10.52163/yhc.v67iCD4.4677

>
g Crossrefd vi “



N. Thi Hai et al. / Vietnam Journal of Community Medicine, Vol. 67, Special Issue 4, 7-11
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TOM TAT

Muc tiéu: Danh gia su thay déi cia hé vi khudn dudng rudt va acid acetic & bénh nhan nhiém giun
luon (Strongyloides stercoralis) véi mic d6 khac nhau.

Phuong phap nghién ctru: Nghién ciiu nay dugc tién hanh trén néng dan & vung Déng Bac Thai Lan.
Nam muai bénh nhan nhiém giun luon (S. stercoralis) dugc chia thanh 2 nhém SA, SF (SA - giun
luon (S. stercoral/s) dugc phat hién bang phu’dng phap nudi cdy trén dia thach, SF - giun luon dugc
phat hién bang ca hai phuong phap nudi cdy trén dia thach va tap trung ky sinh trung bang formol/
ether). ADN vi khuén trong phan cua bénh nhan dugc tach chiét, sau dé gop mau theo tirng nhém
SA, SF va giai trinh ty gen 16sRNA bang phuong phap giai trinh tw thé hé méi duya trén vung 3-4 cla
gene nay. Acid béo chubi ngén - acetic acid trong mau duoc xac dinh bang phuong phap sac ky khi
— quang phd khdi GC-MS.

Két qua Két qua nghlen ctu cho thdy muic d6 nhiém giun luwon (S. stercoralis) c6 lién quan dén su
thay d6i ctia hé vi khuan du’o’ng rudt va ndng do acid acetic. So v6i nhém nhiém nhe (SA), nhém
nhiém giun lwon ndng (SF) c6 ndng do acid acetic giam dang k&, dong thai ghi nhan sy suy giam
céc gidng vi khuan co @i nhu Bifidobacterium, Lactobacillus va Blautia. Ngudc lai, cac gidng vi
khuan tiém tang gay bénh bao gom Escherichia-Shigella, Proteus va Bacteroides tang l&n ro rét &
nhém SF. Dac biét, mot sé loai vi khuén sinh acid béo chudi ngan cé loi nhu Coprococcus eutactus,
Lactobacillus salivarius va Lactobacillus reuteri gidm manh & bénh nhan nhiém nang, cho thay sy
mat can bang hé vi khudn dudng rudt lién quan dén mic dé nhiém giun luon.

K&t luan: Nhiém giun luon (S. stercoralis) ndng lam gidm cac vi khuan dudng rudt cé gi va acid
acetic trén bénh nhan.

Tir khoa: Strongyloides stercoralis, gen 16sRNA, formol-ether concentration technique, agar plate

culture, acid béo chudi ngan.

1. DAT VAN DE

Giun luon Strongyloides stercoralis la mot loai giun
truyén qua dat, tac nhan gay bénh truyen nhlem va man
tinh. Gan day, udc tinh c6 8,1% dan s6 toan cau nhiém
bénh, tuong tng vdi 613,9 triéu ngudi [1]. Nhiém giun
luon (S stercoral/s) & nhitng ngudi khde manh cé thé
khéng gay ra cac triéu chirng tiéu héa nghiém trong. Tuy
nhién, & nhirng vat chi bi suy giam miéen dich, chéng han
nhu bénh nhan HIV, chu ky tu nhiém c6 thé tdng én dang
ké dan dén céac tinh trang co kha nang de doa tinh mang,
bao gdbm tang nhiém va bénh giun luon lan tda [2]. Trong
nhu’ng tru’o’ng hgp nhu' vay, tinh trang tang nhiém trung cé
thé gay ra cac triéu chirng nghiém trong vé dudngtiéu hoa
[3] va cac bénh phtc tap khac nhu bénh than [4].

Su tuong tac cla giun luon (S. stercoral/s) va hé vi sinh
vat duong rudt co thé tac dong dang ké dén céan bang noi
moi duong rudt [5]. Su mat can bang trong cong dong Vi
sinh vat va c4c san pham lén men (aC|d béo chudi ngan
- SCFAs - short chain fatty aC|ds) cla chung dan den roi
loan sinh ly dudng rudt [6], gop phéan vao su’tlen trién va
muc do nghlem trong clia nhiéu bénh nhu’ r&iloantymién
dich, di u’ng man tinh, béo phi va tleu du’dng SCFAs la
nhu’ng san pham chuyén hda chll yéu clia qué trinh 1én
men carbohydrate khong tiéu hoa dugc. Cac SCFAs, dac

*Tac gia lién hé

blet la acid acetlc proplonlc va butyric, c6 vai tro thiét
yeu trong cung cép nang lugng cho té bao bi€u mé ruobt,
diéu hoa dap u’ng mién dich va gép phan bao vé co the
khoi tinh trang viém va bénh ly man tinh [7]. Mot s6 yeu
t8 c6 thé lam thay ddi hé vi sinh vat dudng rudt [8] gom
ky sinh trung du’o’ng rudt, chung chiém chat dinh du’o’ng,
lam t6n thuong cdc mo cla vat chu va thai ra cac chat
thai déc hai [9].

Nghlen clru nay dugc thuc hién nhdm danh gidanh hu’dng
ctia mic dé nhiém giun luon (S. stercoralis) dénhévisinh
vat du’dng rudt thong qua viéc phén tich sv thay déi vé
thanh phan visinh va acid béo chudingén dcéc déitugng
nhiém giun luon (S. stercoralis) véi mic doé nhiém khac
nhau.

2. DOl TUONG VA PHUONG PHAP NGHIEN CUU

2.1. Déi twgng, dia diém, thoi gian nghién cu

- D6i tugng nghién cru: Ngudi dan sinh séng tai tinh Khon
Kaen, BDéng Bac Thai Lan. Mau mau va phan dugc thu
thap trong giai doan 2017-2018. Sau khi thuc hién cac
xét nghiém ban dau tai th&i diém &y mau, phan mau con
lai dugc luu trir & diéu kién —20°C cho dén khi tién hanh
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cac thi nghiém chuyén sau.
- Tiéu chuan chon mau:

+Nhom SA: Bénhnhén nhiém g|un lu’o’n (S. stercoralis)
dugc phat hién chi bang ky thuat nudi cay trén dia thach
cai tién, vJi ky thuat tap trung ky sinh trung bang formol/
ether cho két qua am tinh.

+Nhém SF: Bénh nhan nhiém giun luon (S. stercoral/s)
dugc phat hién bang ca hai phu’dng phap: nudi cay trén
dia thach cai tién va ky thuét tap trung ky sinh trung
formol/ether, trong do6 chi chon cac mau c6 so lugng 4u
trung > 20.

+Nhom SAva SF la cac bénh nhéan dugc chon cé cung
dd tudi, cung gidi theo tirng cap.

-Tiéu chuanloaltru’ Ngu’dlnhlem giunluon (S. stercoralis)
& dd tudi tir <46; >80; Nhiém céc ky sinh trung khac.

2.2. Phuong phap nghién cu
2.2.1. Thiét k€ nghién ctru
Nghién clru hoi clru.
2.2.2. C& méu nghién ctu
Toan bd cdc mau mauva mau phan ctia bénh nhan nhiém
don glun luvon (S. stercoralis) dugc luu trir tai ngan hang
mau ctia T6 chitc Phong ngira bénh than man tinh & vung
Dong Bac Thai Lan (CKDNET). Téng s6 mau thu dugc la
50.
2.2.3. Cac ky thuat strdung trong nghién ctfu (dugc thuc
hién trong giai doan 2017 - 2020)
- Ky thuat xét nghiém phan da duogc thuc hién theo nghién
clru trude do [10], bao gom:

+ Phuong phap APC cai tién (Improved Agar Plate

Culture) ky thuat nudi cdy phan trén dia thach, dugc cai
tién theo mo ta chia Kaewrat W. va cong su'[10].

+ Phuong phap FECT (Formalln —Ether Concentration
Technlque) ky thuét tap trung 4u trung glun luon trong
mau phan bang cach st dung formalin va ether.

- Ky thuat tach chiét ADN vi khuén trong phan:

DNA cua vi khuén dugc tach chiét tir 50 mau phan bang
bc} kit thuong mai QIAGEN (Hilden, Burc) theo huéng dan
cla nha san xuét. Lu’dng DNA thu duoc khoang 50-100
ng/mL, dugc bdo quén ¢ -20°C cho dén khi st dung.
Nong d6 DNA dugc do bang Nanodrop 2000 (NanoDrop
Technologies, Wllmlngton DE, Hoa Ky) va chat lugng
DNA dugc danh gia bang dién di gel agarose 1,5%.

- Khuéch dai gen va chuan bi mau giai trinh tu:

Vung V3-V4 clia gen rRNA vi khuén 16S dugc khuéch
dai PCR. San pham PCR dugc kiém tra bang dién di gel
agarose 1,5%, vdi kich thudc du kién 450-500 bp. Lugng
DNA bang nhau t&* m&i mau dugc gbp dé phuc vu giai
trinh ty thé hé tiép theo.

- Xay dyng thu vién va giai trinh ty

Thu vién gidi trinh tu dugc chuén bi bang bo kit NEBNext®
Ultra DNA Library Prep Kit for Illumina (lllumina, San
Diego, CA, USA), c6 gan ma chi muc theo khuyen nghi
cuianha san xuét. Chat lugng thu'vién dugc danh gia bang
Qubit® 2.0 Fluorometer (Thermo Scientific) va Agilent
2100 Bioanalyzer. Cac thu vién dugc giai trinh tu' trén nén
tang Illumina, tao ra cac doan doc ghép doi 2 x 250 bp.

- Xt ly va phan tich d@ liéu gidi trinh tu

DCl’liéu gidi trinh tu dugc kiém tra chat lu’cjng va phén loai
cu thé dua trén ma vach. Sau khi loai bo trinh ty moi va
ma vach, cac doan doc dugc hgp nhat bang FLASH, loc
chéat lu’dng bang QIIME va loai bo trinh ty lai ghép bang
UCHIME. Cac don vi phan loai hoat dong (OTU) dugc
nhém vdi ngudng tuong dong =97% bang Uparse va dugc
chu thich dya trén Ca s& dit liéu GreenGene.

- Do ham lugng acid béo chudi ngan
Céc acid béo chubi ngan (SCFAs) trong 22 mau méu duoc

do bang phuong phap séc ky khi - quang phé khdi GC-MS
theo phuong phap da dugc céng bd trude do6 [11].

2.4. Théng ké va xtr ly sé liéu

Céc bién lién tuc dugc trinh bay dudi dang trung binh
+ dd léch chuén (SD) va dugc so sanh bang kiém dinh
t-test, s dung phan mém SPSS phién ban 20.0. Cac
bién phan loai dugc trinh bay dudi dang ty & phan tram
(%) va dugc so sanh bang kiém dinh Chi-binh phu’o’ng
(Pearson’s x2) Gia tri p < 0,05 dugc coila céy nghia thdng
ké.

2.5. BPao dirc nghién ctru

Nghién cltu da dugc thong qua H6i dong Dao dic trong
nghién cttu Y sinh hoc Pai hoc Khon Kaen, s6 HE631200.

3. KET QUA NGHIEN CUU
3.1. Pac diém clha bénh nhan nhiém giun luon duoc
phat h|en bang ky thuat SAva SF

Bang1 Pac diém nhan khau hoc, ldm sang va can lam
sang cGia bénh nhan nhiém giun luon (S. stercoralls)
dugc phat hién bang ky thuat SA va SF

Pac diém _ _
bénh nhan SA (n=24) | SF(n=26) p
Nam 14 16
Gigi tinh
N 10 10
Tudi 64,5+9,5 64,4+9.3 0,96
BMI (kg/m?) 24,8+3,0 23,1+4,0 0,08
Huyét ap t6i da . .
(mmhg) 127,4+15,3 | 130,3+14,7 | 0,49
Huyét ap t&i thiéu . .
(mmhg) 79,9+9,5 79,9+8,9 0,98
Bach cau ua bazo
(Basophil %) 0,95+0,5 0,81+0,4 0,39
Bach cau ua axit .
(Eosinophil %) 8,98%5,7 13,2+6,3 | 0,016
Bach cau
da nhéantrungtinh | 47,5+11,1 44,3+7,9 0,28
(Neutrophil %)
Mono (%) 7,02+1,5 6,98%2,0 0,88
Lympho (%) 33,89+8,4 | 34,7+7,2 0,65
Hemoglobin A1c (%) 6,2+1,8 6,5+2,3 0,52
eGFR (mL/
min/1.73 m?) 84,8+14,6 | 86,8+13,0 | 0,59
LDL cholesterol
(mg/dL) 121,8+31,6 | 128,0+38,1 | 0,64
Glucose (mg/dL) |101,8+36,9 | 106,9+46,7 | 0,95

BMI: body mass index — Chi s6 khéi co'thé,
eGFR: estimated glomerular filtration rate - Ty [é loc c&u
than udc tinh, LDL cholesterol: low density lipoprotein
cholesterol - Lipoprotein cholesterol ty trong thap,
Hemoglobin A1c (HbA1c).

Céac dac diém ca ban cla bénh nhan nhiém giun luon (S.
stercoralis) va cac thong s8 sinh hda dugc thé hién trong
Bang 1. K&t qua nghlen ctu chi ra khong cé su khac biét
V& tudi, gidi tinh, chi s6 BMI giita nhém nhiém glun lvon
(S. stercoralls) nang (SF) va nhe (SA). Céc théng sé sinh
hoa bao gbm huyét ap, ty L& loc cau than udc tinh (eGFR),
HbA1c, glucose, mic cholesterol LDL khéong khac nhau
gitta hai nhém. Tuy nhién, & nhom nhiém giun luon
(S. stercoralis) nang, muc do bach cau i toan trong huyét
thanh cao hon dang k& & nhém nhiém nhe, p < 0,001.
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3.2. Thanh phan vi khuan dudng rudt cta hai nhém SA; SF
100
(%)
Others
W Ruminococcaceae_UCG-002
5 == o L. . Holdemanella
M [Eubacterium]_coprostanligenes_group
W Bifidobacterium
Faecalibacterium
M Blautia

50 4...1 Escherichia-Shigella

----- M Clostridium_sensu_stricto_1
M Bacteroides

M Lactobacillus

25 4. :
JANEN

SA1  SA2 SF1 SF2
Hinh 1. Bi€u d6 xép chéng ctia mudi giéng vi khuén
phong phu nhat gitta nhom nhiém giun lwon nhe (SA)
va nhém nhi&m néng (SF)

K&t qua & Hinh 1 chira ket qua giai trinh tu gen 16S rRNA
cua vi khuén tir téng s8 50 mau phan thu dugc téng 540
ddnwphanloal(OTUs OperatlonalTaxonomlcUnlts)bao
gom 13 nganh vi khuan, 26 ldp, 36 b6,57 hova 160 glong
K&t qua chird sukhac blet vé sy phong phu tuong doicula
cac loai vi khuéan gitta nhém SA va SF, & cap do nganh,
Firmicutes chiém wu thé (SA: 74,04% - SF: 63,98%), ti€p
theo la Bacteroidetes (13,01% - 20 ,29%), Proteobacteria
(10,26% - 12,19%), Fusobacteria, (0,89 % - 2,34%) v
Actinobacteria (1,63% - 0,91%). o] cép do giong, glong
chiém ty & cao nhat la Bacteroides (SA: 4,44% - SF:
11,08%); Clostridium_sensu_stricto_1(11,01% - 7,31%);
tiép theo la giéng Escherichia-Shigella (5,54% - 9,60%);
Blautia (6,29% - 3,27%); Holdemanella (5,37% - 2,99%);
Lactobacillus (2,61%-0,74%); Ruminococcus_2(0,439%
-2,21%); Bifidobacterium(0,60%-0,16%); Fusobacterium
(0,50% -1 RRO0A\

Ty 1& phong phi tvong déi (%)

Group J2 Group
mkensuacsae RC9_gut_group A
inococcaceae_UCG-002 SA

I - Provotelia 9 0
| { - [Eubacterium]_coprostanoligenes_group i SF
= esulfovibrio
Ruminococcus_2 I-
- e Phylum
Ruminiclostridium_6 Actinobacteria
oseburia
Faocalbactorium 3 acteroidotes
ialistor Firmicutes
= scherichia-Shigella Fusobacteria

Rusbecutn B Foeomscns
[ Locobacilis
uminococcaceas_

{ || Subdoligranulum
[ = Holdemanella
{ Streptococcus
Coprococcus_2
lostridium_sensu_stricto_1
Christensenellaceae_R-7_ jvoup

Ruminococcaceae_UCG-0
| ; L

Bifidobacterium
| Ruminococeus toques group
{

ubaderlum] halli_group

q T
h(yslpeloln:hacaae UCG-003

Plesi
o £
Klebsiella

Phylum sA1 sA2 sF1 SF2

Hinh 2. Ban do Heatmap cla tongthe
35 giéng vi khuan phd bién

Su khac biét clia hai nhdm SA va SF thé hién thong qua
murc tdng dan clia ban do nhiét vdi gia tri tlr -2 dén 2 tuong
ng mau chuyén dan t&r mau xanh nhat dén mau do dam.
Ban dd Heatmap cua téng thé 35 glong phé bién dudgc
hién thj trong Hinh 2. Sy khac biét clia hai nhém SA va SF
thé hién thong qua muc tang dan clia ban do nhiét vdi gia
tri tir -2 dén 2 tuong tng mau chuyén dan tr mau xanh
nhat dén mau do dam. Trong dé céac giéng [Eubacterium]
_hallii_group, Dorea, Blautia, Coprococcus_2,
Streptococcus @ nhém SA cé ty lé cao hon nhém SF;
ngugc lai cac giéng Bacteroides, Escherichia-Shigella,
Fusobacterium, Roseburia, Ruminococcus_2 & nhém SF
cao hon nhém SA.

Bacteroides_fluxus

Bacteroides_caecigatinarum [
Proteus_wigaris [l

iron-reducing_bacterium [l

Dorea_formicigenerans - |
coprococcus_eutactus

1

Ty 1é phong phii twong ddi (%)
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Hinh 3. Su khéac biét vé ty lé mét sé loai
vi khudn duéng ruét giira nhém SA va SF

K&t qua & Hinh 3 cho thay, sy khac biét vé ty (& mot s0
loai vi khu&n dudng rudt t gitta nhom SA va SF. Mot s0 loai
vi khuén cé lgi thudc giéng Lactobacillus, Coprococcus
gidm trong nhém SF. Ngugc lai cac loai thubc giong
Bacteroides, Proteus lai tang cao trong nhém nay.

3.3. Néng dd SCFA - acid acetic trong mau clia bénh
nhan gitra hai nhém SA; SF

SCFA - Acid acetic
1.00
P<0.05
0.90
0.80 .
0.70

0.60

mM/L

0.50 1
0.40 4

0.30 1

o e
0.20 .

Hinh 4. Su khac biét vé néng dé SCFA - acid acetic
trong mau cuia bénh nhén gitta hai nhém nhiém giun
lwan nang SF va nhe SA.

K&t qua & Hinh 4 cho thay nong d6é SCFA - acid acetic

trong mau glam dang ké & nhém nhiém giun luon
(S. stercoralis) nang SF vd&i p < 0,05.

4. BAN LUAN

Trong nghlen cltu, chiing to6i da chi ra su khac biét vé
thanh phan vi khuan dudng rudt va acid béo chudi ngan o]
hai nhém nhiém giun luon (S. stercoral/s) nhe - SAvanang
- SF. Str dung phuong phap gii trinh tu thong luong cao
hé vi khuén duong rudt trong phan va do ham lugng acid
béo chu0| ngan trong mau bang phuong phap GC-MS cho
thay rang nhiém giun luon (S. stercoralis) lam thay déihé
vi khuan dudng rudt va acid béo chudi ngédn theo murc do
nhiém.

Céac dac diém chung clia bénh nhan nhu gidi, tudi va cac
chi s6 sinh héa mau co ban glu’a cac nhém khong co su
khac biét dang ke gbp phan glam thiéu vai tro gay nhiéu
clia cac yéu té nén. Do do, cac két qua vé su thay déi hé
vi sinh vat dudng rudt va chuyén héa acid béo chubi ngan
c6 thé phan anh ré hon tac ddng ctia mirc dé nhiém giun
luwon (S. stercoralis).

Phuong phap nuoi caytren diathach (APC)dugc coilatiéu
chuén vang dé chandoan nhlem giunluon (S. stercoralis).

Ky thuat nay duy tri sy phat trién g|un lwon bang cach moé
phdng céac diéu kién vé khi hau va ly hoa ty nhién nhu
dinh dudng, dé &m va nhiét do trong moi truong thach.

Ap dung phu’dng phap APC céi tién trong nghién cu nay
da lam tang kha ndng phat hién cac trudng hgp nhiém
giun luon (S. stercoralis) nhe ma phuong phap APC tiéu
chuén va FECT khong phat hién dugc [10]. Béy la can c&r
dé chung t6i diéu tra hé vi khuan va acid béo chudi ngén
gitra hai nhém nhiém giun luon (S. stercoralis) nhe - SA
va nang - SF.

O nhém nhiém giun luaon (S. stercoralis) nang SF, nganh
vi khuan Firmicutes va Actinobacteria gidm, nguoc lai
mot s6 nganh nhu Bacteroidetes, Proteobacter/a va
Fusobacteria tang cao. Tuong rng & cap do glong, cacvi
khuén c6 lgi nhu Lactobacillus, Bifidobacteria va Blautia
(vi khu&n san xuat SCFAs) glam céc giéng Bacteroides va
Escherichia-Shigella tang gap doi trong nhom SF. Trong
bai nghlen clu tong quan cta Hou Kva cong sudé chira
réang réi loan hé vi sinh vat & ngudi gop phan gay ra nhiéu
bénh khac nhau nhu ung thu, tim mach, tiéu dudng, ho
hép, bénh than man hay bénh dudng ruét ...[12].

SCFAs (Short-chain fatty aC|ds) & san pham lén men
chatxagvatinh bét nho céc vi khu&n dudng rudt. SCFAs la
nhu’ng acid béo chudi ngén cé vai trd quan trong chuyen
héa céac chat. Dac biét, mot trong cac san pham nay (a
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acid acetic chiémty L& trén 90% cac SCFAs. Loaiacid nay
tham gia trong céc qua trinh chuyén héa clia cd thé nhu
Urc ché qua trinh phan giai ma& ndi sinh, tang cudng hép
thu cholesteroltrong mau dgan, giam du’dng huyét...[13].

Acid acetic cling dugc chirng minh co mai lién hé thuan
véi gibng Coprococcus spp va nghich véi gidng Bacte-
roides [13, 14]. Nghién clu cua ching t6i cho thdy, ham
lwgng acid acetic trong mau ctia bénh nhan nhém nhiém
giun luan (S. stercoralis) nang SF thap haon SA dang ké (p
< 0,05). Hon thé, Hinh 4, cling chi ra két qua thanh phan
mot s6 loai vi khudn thudc giéng Bacteroides clia nhém
SF tang cao va loai Coprococcus_eutactus chiém ty é
th&p trong nhém nhiém giun luon (S. stercoralis) nang
(SA: 1,75% - SF: 0,49%), diéu nay dong thdi ly giai dugc
két qué acid acetic giam manh trong nghién ctru nay. Méat
khac, C. eutactus da dugc chirng minh la mot loai vi khu-
an ¢6 lgi; lam gidm bénh viém rudt; gitp phuc hoi hé vi
sinh vat du’dng rudt va cing la loai chu yeu tao ra SCFA
- acid acetic [14]. Qua d6 ta thay rang, & miic dd nhiém
giun luon (S. stercoralis) nhe, bénh nhan it cé cac triéu
chu’ng, nhung khi nhiém nang, céc vi khudn gay bénh uc
chévi khuan c6 lgi dan dén giam cac acid béo chu0| ngan

Tuy nhién can c6 nhirng nghién ctu sdu hon vé mai lién
quan nay.

5. KET LUAN

Nhiém glunlu’dn (S. stercoral/s)mu’c dé nangco lién quan
dén su mat can bang hé vi sinh vat dudng rudt, dac trung
bdi sy suy giam nong doé aC|d béo chudi ngan dac biét
la acid gcetic, va su gidm clia céc vi khuan cé lgi sinh
SCFAs. O nhém nhiém nhe (SA) ty & céc vi khuén cd lgi,
bao gbm céc vi khuén san xuit SCFAs, cao hon so Vdi
nhém nhiém nang (SF), trong khi mét s8 vi khuan tiém
tang géy bénh lai gia tdng & nhém SF. Nhiing két qua nay
cho thay murc dé nhiém glun luon (S. stercoral/s) c6 moi
lién quan v&i sy thay ddi can bang hé vi khuén dudng rudt
va qua trinh chuyen héa acid béo chudi ngan, tir d6 gép
phan lam rd cac cd ché sinh hoc lién quan dén su khac
biét vé biéu hién lam sang giita cac muic do nhiém.

5. XUNG DOT LOliCH
Khéng cé xung dot Lgi ich vdi bat e ai va té chirc nao.

6. TAITRO

Nghién cliru nay dugc tai trg bai Quy nghién cuu ctiaKhoa
Y, Pai hoc KhonKean, Thai Lan va T6 chiic Phong ngira
bénh than man tinh o’vungDong B&c ThaiLan (CKDNET).
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